FEMS Microbiology Reviews 87 (1990) 451-453 
Published by Elsevier 


FEMS Microbiology Reviews 


AUTHOR INDEX VOL. 87 


Anderson, P.M., Sung, Y.-c. and Fuchs, J.A. 
The cyanase operon and cyanate metabolism (87) 247 
Anthony, C. 
The oxidation of methanol in Gram-negative bacteria (87) 
209 
Arfman, N., see Dijkhuizen, L. (87) 215 


Babel, W., see Brinkmann, U. (87) 261 

Bagyinka, C., see Kovacs, K.L. (87) 407 

Baker, S.C., see Kelly, D.P. (87) 241 

Baldwin, K.A., see McKay, L.L. (87) 3 

Bantleon, A., see Hammes, W.P. (87) 165 

Baur, J.R., see Ragsdale, S.W. (87) 397 

Beckler, G.S., see Reeve, J.N. (87) 419 

Bednarski, R., see Bowien, B. (87) 445 

Blackwell, B.A., see Sauer, F.D. (87) 333 

Blaut, M., Peinemann, S., Deppenmeier, U. and Gottschalk, G. 
Energy transduction in vesicles of the methanogenic strain 
G61 (87) 367 

Blaut, M., see Miller, V. (87) 373 

Bobik, T.A., DiMarco, A.A. and Wolfe, R.S. 
Formyl-methanofuran synthesis in Methanobacterium ther- 
moautotrophicum (87) 323 

Bowien, B., Windhdével, U., Yoo, J.-G., Bednarski, R. and 
Kusian, B. 
Genetics of CO, fixation in the chemoautotroph A/- 
caligenes eutrophus (87) 445 

Breznak, J.A. and Kane, M.D. 
Microbial H,/CO, acetogenesis in animal guts: nature and 
nutritional significance (87) 309 

Brinkmann, U., Mueller, R.H. and Babel, W. 
The growth rate-limiting reaction in methanol-assimilating 
yeasts (87) 261 

Brusseau, G.A., see Hanson, R.S. (87) 273 


Cauvin, B., see Richaud, P. (87) 413 

Cerning, J. 
Exocellular polysaccharides produced by lactic acid bacteria 
(87) 113 

Chen, J.-H., see Tabita, F.R. (87) 437 

Colbeau, A., see Richaud, P. (87) 413 


Dalton, H., Smith, D.D.S. and Pilkington, S.J. 
Towards a unified mechanism of biological methane oxida- 
tion (87) 201 

Davidson, B.E., Powell, 1.B. and Hillier, A.J. 
Temperate bacteriophages and lysogeny in lactic acid 
bacteria (87) 79 

Deppenmeier, U., see Blaut, M. (87) 367 


Diekert, G. 
CO, reduction to acetate in anaerobic bacteria (87) 391 
Dijkhuizen, L. and Arfman, N. 
Methanol metabolism in thermotolerant methylotrophic 
Bacillus species (87) 215 
DiMarco, A.A., see Bobik, T.A. (87) 323 
Dobrogosz, W.J., see Lindgren, S.E. (87) 149 
Duine, J.A. and Frank, J. 
The role of PQQ and quinoproteins in methylotrophic 
bacteria (87) 221 


Eisinger, H.-J., see Stupperich, E. (87) 355 


Falcone, D.L., see Tabita, F.R. (87) 437 

Fareleira, P., see Santos, H. (87) 361 

Ferguson, S.J. and Page, M.D. 
The functions and biosynthesis of the c-type cytochromes 
of bacterial respiratory chains with particular reference to 
autotrophs and the handling of C, compounds (87) 227 

Ferry, J.G. 
Formate dehydrogenase (87) 377 

Frank, J., see Duine, J.A. (87) 221 

Friedmann, H.C., Klein, A. and Thauer, R.K. 
Structure and function of the nickel porphinoid, coenzyme 
F439, and of its enzyme, methyl coenzyme M reductase (87) 
339 

Friedrich, B. 
The plasmid-encoded hydrogenase gene cluster in Al/- 
caligenes eutrophus (87) 425 

Frunzke, K., see Meyer, O. (87) 253 

Fuchs, J.A., see Anderson, P.M. (87) 247 


Gadkari, D., see Meyer, O. (87) 253 
Garcia, J.L. 
Taxonomy and ecology of methanogens (87) 297 
Gasson, M.J. 
In vivo genetic systems in lactic acid bacteria (87) 43 
Gibson, J.L., see Tabita, F.R. (87) 437 
Gilliland, S.E. 
Health and nutritional benefits from lactic acid bacteria 
(87) 175 
Gorst, C.M., see Ragsdale, S.W. (87) 397 
Gottschalk, G., see Blaut, M. (87) 367 
Gottschalk, G., see Miller, V. (87) 373 


Hammes, W.P., Bantleon, A. and Min, S. 
Lactic acid bacteria in meat fermentation (87) 165 
Hanson, R.S., Tsien, H.C., Tsuji, K., Brusseau, G.A. and 
Wackett, L.P. 
Biodegradation of low-molecular-weight halogenated hy- 
drocarbons by methanotrophic bacteria (87) 273 


0168-6445 /90/$03.50 © 1990 Federation of European Microbiological Societies 





452 


Harder, S.R., see Ragsdale, S.W. (87) 397 

Harder, W. 
Structure/function relationships in methylotrophic yeasts 
(87) 191 

Heise, R., see Miller, V. (87) 373 

Hillier, A.J., see Davidson, B.E. (87) 79 

Hugendieck, I., see Meyer, O. (87) 253 

Hugenholtz, J. and Ljungdahl, L.G. 
Metabolism and energy generation in homoacetogenic 
clostridia (87) 383 


Igarashi, Y. and Kodama, T. 
Hydrogenobacter thermophilus: its unusual physiological 
properties and phylogenic position in the microbial world 
(87) 403 


Jacobitz, S., see Meyer, O. (87) 253 


Kane, M.D., see Breznak, J.A. (87) 309 
Kelly, D.P. and Baker, S.C. 
The organosulphur cycle: aerobic and anaerobic processes 
leading to turnover of C,-sulphur compounds (87) 241 
Keltjens, J.T., Te Brémmelstroet, B.W., Kengen, S.W.M., 
Van der Drift, C. and Vogels, G.D. 
5,6,7,8-Tetrahydromethanopterin-dependent enzymes _in- 
volved in methanogenesis (87) 327 

Kengen, S.W.M., see Keltjens, J.T. (87) 327 

Klein, A., see Friedmann, H.C. (87) 339 

Kodama, T., see Igarashi, Y. (87) 403 

Kok, J. 
Genetics of the proteolytic system of lactic acid bacteria 
(87) 15 

Komagata, K. 
Systematics of methanol-utilizing bacteria (87) 291 

Kovacs, K.L. and Bagyinka, C. 
Structural properties, functional states and physiological 
roles of hydrogenase in photosynthetic bacteria (87) 407 

Kramer, J.K.G., see Sauer, F.D. (87) 333 

Kraut, M., see Meyer, O. (87) 253 

Krautler, B. 
Chemistry of methylcorrinoids related to their roles in 
bacterial C, metabolism (87) 349 

Kusian, B., see Bowien, B. (87) 445 


Large, P.J. 
Microbial metabolism of C,-nitrogen compounds other than 
cyanide (87) 235 

Lee, B., see Tabita, F.R. (87) 437 

LeGall, J., see Santos, H. (87) 361 

Lidstrom, M.E. 
Genetics of carbon metabolism in methylotrophic bacteria 


(87) 431 

Lindgren, S.E. and Dobrogosz, W.J. 
Antagonistic activities of lactic acid bacteria in food and 
feed fermentations (87) 149 

Ljungdahl, L.G., see Hugenholtz, J. (87) 383 


London, J. 
Uncommon pathways of metabolism among lactic acid 
bacteria (87) 103 

Lu, W.-P., see Ragsdale, S.W. (87) 397 


Maloney, P.C. 
Microbes and membrane biology (87) 91 

Marsden, B.J., see Sauer, F.D. (87) 333 

McKay, L.L. and Baldwin, K.A. 
Applications for biotechnology: present and future im- 
provements in lactic acid bacteria (87) 3 

Mercenier, A. 
Molecular genetics of Streptococcus thermophilus (87) 61 

Meyer, O., Frunzke, K., Gadkari, D., Jacobitz, S., Hugendieck, 
I. and Kraut, M. 
Utilization of carbon monoxide by aerobes: recent ad- 
vances (87) 253 

Min, S., see Hammes, W.P. (87) 165 

Mueller, R.H., see Brinkmann, U. (87) 261 

Miiller, V., Blaut, M., Heise, R., Winner, C. and Gottschalk, G. 
Sodium bioenergetics in methanogens and acetogens (87) 
373 


Olson, N.F. 
The impact of lactic acid bacteria on cheese flavor (87) 131 


Page, M.D., see Ferguson, S.J. (87) 227 
Peinemann, S., see Blaut, M. (87) 367 

Pilkington, S.J., see Dalton, H. (87) 201 
Powell, I.B., see Davidson, B.E. (87) 79 


Ragsdale, S.W., Baur, J.R., Gorst, C.M., Harder, S.R., Lu, 
W.-P., Roberts, D.L., Runquist, J.A. and Schiau, I. 
The acetyl-CoA synthase from Clostridium thermoaceticum: 
from gene cluster to active-site metal clusters (87) 397 

Reeve, J.N. and Beckler, G.S. 
Conservation of primary structure in prokaryotic hydro- 
genases (87) 419 

Richaud, P., Vignais, P.M., Colbeau, A., Uffen, R.L. and 
Cauvin, B. 
Molecular biology studies of the uptake hydrogenase of 
Rhodobacter capsulatus and Rhodocyclus gelatinosus (87) 
413 

Roberts, D.L., see Ragsdale, S.W. (87) 397 

Runquist, J.A., see Ragsdale, S.W. (87) 397 


Sakai, Y., see Tani, Y. (87) 285 

Santos, H., Fareleira, P., LeGall, J. and Xavier, A.V. 
In vivo nuclear magnetic resonance studies of the metabo- 
lism of methanol and pyruvate by Methanosarcina barkeri 
(87) 361 

Sauer, F.D., Blackwell, B.A., Kramer, J.K.G. and Marsden, 
B.J. 
Isolation and characterization of the carbohydrate moiety 
bound to N-7-mercaptoheptanoyl-O-threonine phosphate 
(87) 333 

Schiau, I., see Ragsdale, S.W. (87) 397 








Schurr, S., see Stupperich, E. (87) 355 
Shishkina, V.N., see Trotsenko, Y.A. (87) 267 
Smith, D.D.S., see Dalton, H. (87) 201 
Stupperich, E., Eisinger, H.-J. and Schurr, S. 
Corrinoids in anaerobic bacteria (87) 355 
Sung, Y.-c., see Anderson, P.M. (87) 247 


Tabita, F.R., Gibson, J.L., Falcone, D.L., Lee, B. and Chen, 
J.-H. 
Recent studies on the molecular biology and biochemistry 
of CO, fixation in phototrophic bacteria (87) 437 

Tani, Y., Yamada, K., Sakai, Y. and Vongsuvanlert, V. 
Biocatalytic and fermentative production of useful chem- 
icals by processes using methylotrophs (87) 285 

Te Brémmelstroet, B.W., see Keitjens, J.T. (87) 327 

Thauer, R.K., see Friedmann, H.C. (87) 339 

Trotsenko, Y.A. and Shishkina, V.N. 
Studies on phosphate metabolism in obligate methanotrophs 
(87) 267 

Tsien, H.C., see Hanson, R.S. (87) 273 

Tsuji, K., see Hanson, R.S. (87) 273 


Uffen, R.L., see Richaud, P. (87) 413 


Van der Drift, C., see Keltjens, J.T. (87) 327 
Vignais, P.M., see Richaud, P. (87) 413 
Vogels, G.D., see Keltjens, J.T. (87) 327 
Vongsuvanlert, V., see Tani, Y. (87) 285 


Wackett, L.P., see Hanson, R.S. (87) 273 

Wegner, G.H. 
Emerging applications of the methylotrophic yeasts (87) 
279 

Windhével, U., see Bowien, B. (87) 445 

Winner, C., see Miller, V. (87) 373 

Wolfe, R.S., see Bobik, T.A. (87) 323 


Xavier, A.V., see Santos, H. (87) 361 


Yamada, K., see Tani, Y. (87) 285 
Yoo, J.-G., see Bowien, B. (87) 445 


Zavarzin, G.A., see Zhilina, T.N. (87) 315 

Zhilina, T.N. and Zavarzin, G.A. 
Extremely halophilic, methylotrophic, anaerobic bacteria 
(87) 315 











FEMS Microbiology Reviews 87 (1990) 455-464 
Published by Elsevier 


FEMS Microbiology Reviews 


SUBJECT INDEX VOL. 87 


Acetate 
Methane; Hydrogenotrophic bacteria; Competition (Breznak, 
J.A. (87) 309) 


Acetate formation from CO, 

Homoacetogenic bacteria; Sodium dependent acetate forma- 
tion; Methylene-tetrahydrofolate reduction; Energy conserva- 
tion in homoacetogens (Diekert, G. (87) 391) 


Acetogenesis 

Methanogenesis; Na* gradients; Na*/H* antiport; Reverse 
electron transport; Sodium-motive redox systems (Miiller, V. 
(87) 373) 


Acetogenic bacteria 
Anaerobic halophilic bacteria; Degradation of betaine; Meth- 
ylamines; Methanogenic bacteria (Zhilina, T.N. (87) 315) 


CO, fixation; Carbon monoxide (Ragsdale, S.W. (87) 397) 


Active states 
Hydrogenase; Subunit structure; Bioenergetics; Membrane 
potential; Thiocapsa roseopersicina (Kovacs, K.L. (87) 407) 


Aerobic microbiology 

Anaerobic microbiology; Energy-conserving pathways; Bio- 
chemistry; Molybdenum; Selenium; Molecular genetics; 
Molecular regulation (Ferry, J.G. (87) 377) 


Alcohol oxidase 
Pichia pastoris; Expression systems (Wegner, G.H. (87) 279) 


Aldehydes 
Methanol; Methylotrophic yeast; Glycerol; Polyols (Tani, Y. 


(87) 285) 


Amino acid/peptide uptake 
Proteinase; Peptidase; Plasmid; Gene cloning; DNA sequence 


(Kok, J. (87) 15) 


§-Aminolevulinic acid 

Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; 7-Mercaptoheptanoylthreonine phosphate; 
Genes of methyl coenzyme M _ reductase; Tetrapyrroles; 
Uroporphyrinogen III; Sirohydrochlorin (Friedmann, H.C. (87) 
339) 


Anaerobic electron transport 
Clostridium thermoautotrophicum, Clostridium thermoaceticum; 
Proton motive force (Hugenholtz, J. (87) 383) 


Anaerobic halophilic bacteria 
Degradation of betaine; Methylamines; Methanogenic bacteria; 
Acetogenic bacteria (Zhilina, T.N. (87) 315) 


Anaerobic microbiology 

Aerobic microbiology; Energy-conserving pathways; Biochem- 
istry; Molybdenum; Selenium; Molecular genetics; Molecular 
regulation (Ferry, J.G. (87) 377) 


Antagonistic activities 
Lactic acid bacteria; Food and feed fermentation (Lindgren, 
S.E. (87) 149) 


Archaebacteria 
Methanogens; Taxonomy; Ecology (Garcia, J.L. (87) 297) 


Methanogenic bacteria; Methane formation; Coenzyme M; 
7-Mercaptoheptanoylthreonine phosphate; Genes of methyl 
coenzyme M reductase; Tetrapyrroles; 5-Aminolevulinic acid; 
Uroporphyrinogen III; Sirohydrochlorin (Friedmann, H.C. (87) 
339) 


Nickel binding; Methanobacterium  thermoautotrophicum; 
Methanogen; Gene evolution; Methyl viologen-reducing hy- 
drogenase (Reeve, J.N. (87) 419) 


ATP formation 
Methanogenesis; pH gradient; Coupling; Membrane (Blaut, 
M. (87) 367) 


Auxiliary substrate 
Bottleneck; Pacemaker enzymes; Hansenula polymorpha 
(Brinkmann, U. (87) 261) 


Bacterial phylogeny 
Cellular fatty acid composition; Quinone systems (Komagata, 
K. (87) 291) 


Bacteriophage 

Plasmid; Electrotransformation; Chromosomal integration; 
Carbohydrate metabolism gene; Gene expression (Mercenier, 
A. (87) 61) 


Biochemistry 

Aerobic microbiology; Anaerobic microbiology; Energy-con- 
serving pathways; Molybdenum; Selenium; Molecular genet- 
ics; Molecular regulation (Ferry, J.G. (87) 377) 


Biodegradation 
Trichloroethylene; Methylosinus trichosporium; Halogenated 
hydrocarbons; Bioremediation (Hanson, R.S. (87) 273) 


0168-6445 /90/$03.50 © 1990 Federation of European Microbiological Societies 





456 


Bioenergetics ' 
Methanogenic bacteria; '3C.NMR: *'P-NMR (Santos, H. (87) 


361) 


Hydrogenase; Subunit structure; Active states; Membrane 
potential; Thiocapsa roseopersicina (Kovacs, K.L. (87) 407) 


Biogenesis 
Ultrastructure; Microbodies; Membranes; Compartmentation 
of metabolic pathways (Harder, W. (87) 191) 


Bioremediation 
Trichloroethylene; Biodegradation; Methylosinus tri- 
chosporium; Halogenated hydrocarbons (Hanson, R.S. (87) 273) 


Blue copper proteins 
Methylamine; Trimethylamine; Dimethylformamide; PQQ; 
Cytochromes (Large, P.J. (87) 235) 


Bottleneck 
Auxiliary substrate; Pacemaker enzymes; Hansenula poly- 


morpha (Brinkmann, UV. (87) 261) 


Calvin cycle 
cfx genes; Gene duplication; Gene regulation; Hydrogen- 
oxidizing bacteria; Isoenzymes (Bowien, B. (87) 445) 


Cancer, control 
Cultured foods; Lactobacilli; Lactose utilization; Intestinal 
infections, control; Serum cholesterol, control (Gilliland, S.E. 


(87) 175) 


Carbohydrate metabolism gene 
Plasmid; Bacteriophage; Electrotransformation; Chromosomal 
integration; Gene expression (Mercenier, A. (87) 61) 


Carbon disulphide 
Dimethyl sulphide; Methane sulphonic acid; Thiobacilli; 
Methylotrophs (Kelly, D.P. (87) 241) 


Carbon monoxide 
Acetogenic bacteria; CO, fixation (Ragsdale, S.W. (87) 397) 


Carboxydotrophic bacteria 

Genetics; Plasmids; CO dehydrogenase; Hydrogenase; CO, 
fixation; Denitrification; Nitrate reduction; Cytochrome 
(Meyer, O. (87) 253) 


Cellular fatty acid composition 
Quinone systems; Bacterial phylogeny (Komagata, K. (87) 291) 


Cheese flavor 
Cheese proteolysis; Lactococcus; Lactobacillus (Olson, N.F. 


(87) 131) 


Cheese proteolysis 
Cheese flavor; Lactococcus; Lactobacillus (Olson, N.F. (87) 


131) 





Chloroflexus aurantiacus 
para-Cresolyl cobamide; Metabolism of corrinoids; CO, fixa- 
tion; Methanogenic and acetogenic bacteria; Sporomusa ovata 
(Stupperich, E. (87) 355) 


Chromosomal integration 
Plasmid; Bacteriophage; Electrotransformation; Carbohydrate 
metabolism gene; Gene expression (Mercenier, A. (87) 61) 


Clostridium thermoaceticum 
Clostridium thermoautotrophicum;, Anaerobic electron trans- 
port; Proton motive force (Hugenholtz, J. (87) 383) 


Clostridium thermoautotrophicum 
Clostridium thermoaceticum; Anaerobic electron transport; Pro- 
ton motive force (Hugenholtz, J. (87) 383) 


C ,-metabolism 
Methanol dehydrogenase; Methylamine dehydrogenase; PQQ 
biosynthesis (Duine, J.A. (87) 221) 


CO dehydrogenase 
Carboxydotrophic bacteria; Genetics; Plasmids; Hydrogenase; 
CO, fixation; Denitrification; Nitrate reduction; Cytochrome 
(Meyer, O. (87) 253) 


Coenzyme Fy 
5,6,7,8-Tetrahydromethanopterin; Methanogenesis; Methano- 
bacterium thermoautotrophicum; Methanosarcina barkeri (Kelt- 


jens, J.T. (87) 327) 


Coenzyme M 

Archaebacteria; Methanogenic bacteria; Methane formation; 
7-Mercaptoheptanoylthreonine phosphate; Genes of methyl 
coenzyme M reductase; Tetrapyrroles; 5-Aminolevulinic acid; 
Uroporphyrinogen III; Sirohydrochlorin (Friedmann, H.C. (87) 
339) 


CO, fixation 

Carboxydotrophic bacteria; Genetics; Plasmids; CO dehydro- 
genase; Hydrogenase; Denitrification; Nitrate reduction; Cy- 
tochrome (Meyer, O. (87) 253) 


Methanogenesis; Disulfide; Enzyme activation (Bobik, T.A. 
(87) 323) 


para-Cresolyl cobamide; Metabolism of corrinoids; Methano- 
genic and acetogenic bacteria; Chloroflexus aurantiacus; 
Sporomusa ovata (Stupperich, E. (87) 355) 


Acetogenic bacteria; Carbon monoxide (Ragsdale, S.W. (87) 
397) 


Compartmentation of metabolic pathways 
Ultrastructure; Microbodies; Membranes; Biogenesis (Harder, 


W. (87) 191) 





Competition 
Acetate; Methane; Hydrogenotrophic bacteria (Breznak, J.A. 
(87) 309) 


Conjugation 
Lactic acid bacteria gene transfer; Transposition; IS elements; 
DNA rearrangement (Gasson, M.J. (87) 43) 


Coupling 
Methanogenesis; pH gradient; ATP formation; Membrane 
(Blaut, M. (87) 367) 


para-Cresolyl cobamide 

Metabolism of corrinoids; CO, fixation; Methanogenic and 
acetogenic bacteria; Chloroflexus aurantiacus; Sporomusa ovata 
(Stupperich, E. (87) 355) 


Cultured foods 

Lactobacilli; Lactose utilization; Intestinal infections, control; 
Cancer, control; Serum cholesterol, control (Gilliland, S.E. (87) 
175) 


Cyanase 
Cyanate; Cyanase operon (Anderson, P.M. (87) 247) 


Cyanase operon 
Cyanase; Cyanate (Anderson, P.M. (87) 247) 


Cyanate 
Cyanase; Cyanase operon (Anderson, P.M. (87) 247) 


Cytochrome 
Methanol dehydrogenase; Modifier protein; Processing of peri- 
plasmic proteins (Anthony, C. (87) 209) 


Methylamine; Trimethylamine; Dimethylformamide; PQQ; 
Blue copper proteins (Large, P.J. (87) 235) 


Carboxydotrophic bacteria; Genetics; Plasmids; CO dehydro- 
genase; Hydrogenase; CO, fixation; Denitrification; Nitrate 
reduction (Meyer, O. (87) 253) 


Cytochrome c 

Hydrogenobacter thermophilus, Obligate chemolithotroph; Re- 
ductive TCA cycle; Methionaquinone; Hydrogenase (Igarashi, 
Y. (87) 403) 


Cytochromes, c-type 
Paracoccus denitrificans; Haem attachment; Periplasm; Rhodo- 
bacter sp. (Ferguson, S.J. (87) 227) 


Decarboxylation 

Ion-motive ATPase; Secondary membrane transport; Protein 
structure; Membrane potential; pH gradient; Fermentation 
(Maloney, P.C. (87) 91) 


Degradation of betaine 
Anaerobic halophilic bacteria; Methylamines; Methanogenic 
bacteria; Acetogenic bacteria (Zhilina, T.N. (87) 315) 


Denitrification 

Carboxydotrophic bacteria; Genetics; Plasmids; CO dehydro- 
genase; Hydrogenase; CO, fixation; Nitrate reduction; Cyto- 
chrome (Meyer, O. (87) 253) 


Dextrans 

Heteropolysaccharides; Mutans; Thermophilic lactic acid 
bacteria; Mesophilic lactic acid bacteria; Mutant streptococci; 
Leuconostoc mesenteroides (Cerning, J. (87) 113) 


Dimethylformamide 
Methylamine; Trimethylamine; PQQ; Blue copper proteins; 
Cytochromes (Large, P.J. (87) 235) 


Dimethyl! sulphide 
Methane sulphonic acid; Carbon disulphide; Thiobacilli; 
Methylotrophs (Kelly, D.P. (87) 241) 


Disulfide 
Methanogenesis; CO, fixation; Enzyme activation (Bobik, T.A. 
(87) 323) 


DNA rearrangement 
Lactic acid bacteria gene transfer; Transposition; Conjugation; 
IS elements (Gasson, M.J. (87) 43) 


DNA sequence 
Proteinase; Peptidase; Amino acid/peptide uptake; Plasmid; 
Gene cloning (Kok, J. (87) 15) 


Ecology 
Methanogens; Archaebacteria; Taxonomy (Garcia, J.L. (87) 
297) 


Electrotransformation 

Plasmid; Bacteriophage; Chromosomal integration; Carbo- 
hydrate metabolism gene; Gene expression (Mercenier, A. (87) 
61) 


Energy conservation in homoacetogens 
Homoacetogenic bacteria; Acetate formation from CO); 
Sodium dependent acetate formation; Methylene-tetrahydro- 
folate reduction (Diekert, G. (87) 391) 


Energy-conserving pathways 
Aerobic microbiology; Anaerobic microbiology; Biochemistry; 
Molybdenum; Selenium; Molecular genetics; Molecular regu- 
lation (Ferry, J.G. (87) 377) 


Energy production 
Metabolism; Gluconate; Malate; Xylitol; Ribitol (London, J. 


(87) 103) 





458 


Enzyme activation 
Methanogenesis; CO, fixation; Disulfide (Bobik, T.A. (87) 


323) 


Expression systems 
Pichia pastoris; Alcohol oxidase (Wegner, G.H. (87) 279) 


Fermentation 
Ion-motive ATPase; Secondary membrane transport; Protein 
structure; Membrane potential; pH gradient; Decarboxylation 


(Maloney, P.C. (87) 91) 


Fermented sausages 
Starter cultures; Physiological properties, useful; Lactobacillus 


curvatus;, Lactobacillus sake (Hammes, W.P. (87) 165) 


Food and feed fermentation 
Lactic acid bacteria; Antagonistic activities (Lindgren, S.E. 


(87) 149) 


Food fermentations 
Plasmids; Genetic engineering (McKay, L.L. (87) 3) 


Function 
Methanobacterium thermoautotrophicum; Methyl reducing fac- 
tor; Structure (Sauer, F.D. (87) 333) 


Gene cloning 
Proteinase; Peptidase; Amino acid/peptide uptake; Plasmid; 
DNA sequence (Kok, J. (87) 15) 


Gene clusters 
RubisCO; Sequences; Regulation; Site-directed mutagenesis; 
RubisCO-negative strains (Tabita, F.R. (87) 437) 


Gene duplication 
Calvin cycle; cfx genes; Gene regulation; Hydrogen-oxidizing 
bacteria; Isoenzymes (Bowien, B. (87) 445) 


Gene evolution 

Nickel binding; Methanobacterium thermoautotrophicum; Ar- 
chaebacteria; Methanogen; Methyl viologen-reducing hydro- 
genase (Reeve, J.N. (87) 419) 


Gene expression 
Plasmid; Bacteriophage; Electrotransformation; Chromosomal 
integration; Carbohydrate metabolism gene (Mercenier, A. (87) 


61) 


Gene regulation 
Calvin cycle; cfx genes; Gene duplication; Hydrogen-oxidizing 
bacteria; Isoenzymes (Bowien, B. (87) 445) 


cfx Genes 
Calvin cycle; Gene duplication; Gene regulation; Hydrogen- 
oxidizing bacteria; Isoenzymes (Bowien, B. (87) 445) 





hup Gene sequences 
Rhodobacter capsulatus; Rhodocyclus gelatinosus; H,-uptake 
hydrogenase; hupS Gene; hupL Gene (Richaud, P. (87) 413) 


hupL Gene 

Rhodobacter capsulatus; Rhodocyclus gelatinosus; H,-uptake 
hydrogenase; hup Gene sequences; hupS Gene (Richaud, P. 
(87) 413) 


hupS Gene 

Rhodobacter capsulatus; Rhodocyclus gelatinosus; H,-uptake 
hydrogenase; Aup Gene sequences; hupL Gene (Richaud, P. 
(87) 413) 


Genes of methyl coenzyme M reductase 

Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; 7-Mercaptoheptanoylthreonine phosphate; Te- 
trapyrroles; 6-Aminolevulinic acid; Uroporphyrinogen III; 
Sirohydrochlorin (Friedmann, H.C. (87) 339) 


Genetic engineering 
Food fermentations; Plasmids (McKay, L.L. (87) 3) 


Genetic mapping 
Methanol oxidation; Serine cycle; Regulation (Lidstrom, M.E. 
(87) 431) 


Genetics 

Carboxydotrophic bacteria; Plasmids; CO dehydrogenase; Hy- 
drogenase; CO, fixation; Denitrification; Nitrate reduction; 
Cytochrome (Meyer, O. (87) 253) 


Gluconate 
Metabolism; Energy Production; Malate; Xylitol; Ribitol 
(London, J. (87) 103) 


Glycerol 
Methanol; Methylotrophic yeast; Aldehydes; Polyols (Tani, Y. 


(87) 285) 


Gram-positive methylotrophs 
Methanol dehydrogenase (Dijkhuizen, L. (87) 215) 


Haem attachment 
Paracoccus denitrificans; Periplasm; Cytochromes, c-type; 
Rhodobacter sp. (Ferguson, S.J. (87) 227) 


Halogenated hydrocarbons 
Trichloroethylene; Biodegradation; Methylosinus trichospori- 
um; Bioremediation (Hanson, R.S. (87) 273) 


Hansenula polymorpha 
Auxiliary substrate; Bottleneck; Pacemaker enzymes (Brink- 
mann, U. (87) 261) 





Heteropolysaccharides 

Dextrans; Mutans; Thermophilic lactic acid bacteria; Meso- 
philic lactic acid bacteria; Mutant streptococci; Leuconostoc 
mesenteroides (Cerning, J. (87) 113) 


Homoacetogenic bacteria 

Acetate formation from CO,; Sodium dependent acetate for- 
mation; Methylene-tetrahydrofolate reduction; Energy con- 
servation in homoacetogens (Diekert, G. (87) 391) 


H ,-uptake hydrogenase 
Rhodobacter capsulatus; Rhodocyclus gelatinosus; hup Gene 
sequences; hupS Gene; hupL Gene (Richaud, P. (87) 413) 


Hydrogenase 

Carboxydotrophic bacteria; Genetics; Plasmids; CO dehydro- 
genase; CO, fixation; Denitrification; Nitrate reduction; Cyto- 
chrome (Meyer, O. (87) 253) 


Hydrogenobacter thermophilus; Obligate chemolithotroph; Re- 
ductive TCA cycle; Methionaquinone; Cytochrome c (Igarashi, 
Y. (87) 403) 


Subunit structure; Active states; Bioenergetics; Membrane 
potential; Thiocapsa roseopersicina (Kovacs, K.L. (87) 407) 


NAD-reducing hydrogenase; Membrane-bound hydrogenase; 
Hydrogenase genes; Nucleotide sequence; Hydrogenase regu- 
lation; Sigma 54 of RNA polymerase (Friedrich, B. (87) 425) 


Hydrogenase genes 

Hydrogenase; NAD-reducing hydrogenase; Membrane-bound 
hydrogenase; Nucleotide sequence; Hydrogenase regulation; 
Sigma 54 of RNA polymerase (Friedrich, B. (87) 425) 


Hydrogenase regulation 

Hydrogenase; NAD-reducing hydrogenase; Membrane-bound 
hydrogenase; Hydrogenase genes; Nucleotide sequence; Sigma 
54 of RNA polymerase (Friedrich, B. (87) 425) 


Hydrogenobacter thermophilus 
Obligate chemolithotroph; Reductive TCA cycle; Methiona- 
quinone; Hydrogenase; Cytochrome c (Igarashi, Y. (87) 403) 


Hydrogenotrophic bacteria 
Acetate; Methane; Competition (Breznak, J.A. (87) 309) 


Hydrogen-oxidizing bacteria 
Calvin cycle; cfx genes; Gene duplication; Gene regulation; 
Isoenzymes (Bowien, B. (87) 445) 


p.-Hydroxo-bridged binuclear iron centre 
Methane monooxygenase; Substrate specificity (Dalton, H. 
(87) 201) 


Inorganic pyro- and polyphosphates 
Methanotrophic bacteria; Intracellular levels and enzymes; 
Metabolic role (Trotsenko, Y.A. (87) 267) 


Intestinal infections, control 
Cultured foods; Lactobacilli; Lactose utilization; Cancer, con- 
trol; Serum cholesterol, control (Gilliland, S.E. (87) 175) 


Intracellular levels and enzymes 
Methanotrophic bacteria; Inorganic pyro- and _ polyphos- 
phates; Metabolic role (Trotsenko, Y.A. (87) 267) 


lon-motive ATPase 

Secondary membrane transport; Protein structure; Membrane 
potential; pH gradient; Fermentation; Decarboxylation 
(Maloney, P.C. (87) 91) 


IS elements 
Lactic acid bacteria gene transfer; Transposition; Conjugation; 
DNA rearrangement (Gasson, M.J. (87) 43) 


Isoenzymes 
Calvin cycle; cfx genes; Gene duplication; Gene regulation; 
Hydrogen-oxidizing bacteria (Bowien, B. (87) 445) 


Kinetic effect 
Methyl group transfer; Nucleotide base; Organometallic reac- 
tivity; Thermodynamic effect (Krautler, B. (87) 349) 


Lactic acid bacteria 
Temperate bacteriophages; Lysogeny (Davidson, B.E. (87) 79) 


Food and feed fermentation; Antagonistic activities (Lindgren, 
S.E. (87) 149) 


Lactic acid bacteria gene transfer 
Transposition; Conjugation; IS elements; DNA rearrangement 
(Gasson, M.J. (87) 43) 


Lactobacilli 

Cultured foods; Lactose utilization; Intestinal infections, con- 
trol; Cancer, control; Serum cholesterol, control (Gilliland, 
S.E. (87) 175) 


Lactobacillus 
Cheese flavor; Cheese proteolysis; Lactococcus (Olson, N.F. 
(87) 131) 


Lactobacillus curvatus 
Fermented sausages; Starter cultures; Physiological properties, 
useful; Lactobacillus sake (Hammes, W.P. (87) 165) 


Lactobacillus sake 
Fermented sausages; Starter cultures; Physiological properties, 
useful; Lactobacillus curvatus (Hammes, W.P. (87) 165) 


Lactococcus 
Cheese flavor; Cheese proteolysis; Lactobacillus (Olson, N.F. 


(87) 131) 
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Lactose utilization 
Cultured foods: Lactobacilli; Intestinal infections, control; 
Cancer, control; Serum cholesterol, control (Gilliland, S.E. (87) 


175) 


Leuconostoc mesenteroides 
Heteropolysaccharides; Dextrans; Mutans; Thermophilic lactic 
acid bacteria; Mesophilic lactic acid bacteria; Mutant strepto- 


cocci (Cerning, J. (87) 113) 


Lysogeny 
Temperate bacteriophages; Lactic acid bacteria (Davidson, 


B.E. (87) 79) 


Malate 
Metabolism; Energy Production; Gluconate; Xylitol; Ribitol 


(London, J. (87) 103) 


Membrane 
Methanogenesis; pH gradient; ATP formation; Coupling 


(Blaut, M. (87) 367) 


Membrane-bound hydrogenase 

Hydrogenase; NAD-reducing hydrogenase; Hydrogenase 
genes; Nucleotide sequence; Hydrogenase regulation; Sigma 
54 of RNA polymerase (Friedrich, B. (87) 425) 


Membrane potential 
Ion-motive ATPase; Secondary membrane transport; Protein 
structure; pH gradient; Fermentation; Decarboxylation 


(Maloney, P.C. (87) 91) 


Hydrogenase; Subunit structure; Active states; Bioenergetics; 
Thiocapsa roseopersicina (Kovacs, K.L. (87) 407) 


Membranes 
Ultrastructure; Microbodies; Compartmentation of metabolic 


pathways; Biogenesis (Harder, W. (87) 191) 


7-Mercaptoheptanoylthreonine phosphate 
Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; Genes of methyl coenzyme M reductase; Tetra- 
pyrroles; 6-Aminolevulinic acid; Uroporphyrinogen III; Siro- 
hydrochlorin (Friedmann, H.C. (87) 339) 


Mesophilic lactic acid bacteria 
Heteropolysaccharides; Dextrans; Mutans; Thermophilic lactic 
acid bacteria; Mutant streptococci; Leuconostoc mesenteroides 


(Cerning, J. (87) 113) 


Metabolic role 

Methanotrophic bacteria; Inorganic pyro- and polyphos- 
phates; Intracellular levels and enzymes (Trotsenko, Y.A. (87) 
267) 


Metabolism 
Energy Production; Gluconate; Malate; Xylitol; Ribitol 
(London, J. (87) 103) 





Metabolism of corrinoids 
para-Cresolyl cobamide; CO, fixation; Methanogenic and 
acetogenic bacteria; Chloroflexus aurantiacus; Sporomusa ovata 
(Stupperich, E. (87) 355) 


Methane 
Acetate; Hydrogenotrophic bacteria; Competition (Breznak, 
J.A. (87) 309) 


Methane formation 

Archaebacteria; Methanogenic bacteria; Coenzyme M; 7- 
Mercaptoheptanoylthreonine phosphate; Genes of methyl 
coenzyme M reductase; Tetrapyrroles; 5-Aminolevulinic acid; 
Uroporphyrinogen III; Sirohydrochlorin (Friedmann, H.C. (87) 
339) 


Methane monooxygenase 
Substrate specificity; u-Hydroxo-bridged binuclear iron centre 


(Dalton, H. (87) 201) 


Methane sulphonic acid 
Dimethyl sulphide; Carbon disulphide; Thiobacilli; Methyl- 
otrophs (Kelly, D.P. (87) 241) 


Methanobacterium thermoautotrophicum 
5,6,7,8-Tetrahydromethanopterin; Coenzyme Fy); Methano- 
genesis; Methanosarcina barkeri (Keltjens, J.T. (87) 327) 


Methyl reducing factor; Structure; Function (Sauer, F.D. (87) 
333) 


Nickel binding; Archaebacteria; Methanogen; Gene evolution; 
Methyl viologen-reducing hydrogenase (Reeve, J.N. (87) 419) 


Methanogen 

Nickel binding; Methanobacterium thermoautotrophicum; Ar- 
chaebacteria; Gene evolution; Methyl viologen-reducing hy- 
drogenase (Reeve, J.N. (87) 419) 


Methanogenesis 
CO, fixation; Disulfide; Enzyme activation (Bobik, T.A. (87) 


323) 


5,6,7,8-Tetrahydromethanopterin; Coenzyme F439; Methano- 
bacterium thermoautotrophicum; Methanosarcina barkeri (Kelt- 
jens, J.T. (87) 327) 


PH gradient; ATP formation; Coupling; Membrane (Blaut, M. 
(87) 367) 


Acetogenesis; Na* gradients; Na*/H* antiport; Reverse 
electron transport; Sodium-motive redox systems (Miiller, V. 
(87) 373) 


Methanogenic and acetogenic bacteria 

para-Cresolyl cobamide; Metabolism of corrinoids; CO, fixa- 
tion; Chloroflexus aurantiacus; Sporomusa ovata (Stupperich, 
E. (87) 355) 





Methanogenic bacteria 
Anaerobic halophilic bacteria; Degradation of betaine; Meth- 
ylamines; Acetogenic bacteria (Zhilina, T.N. (87) 315) 


Archaebacteria; Methane formation; Coenzyme M; 7-Mercap- 
toheptanoylthreonine phosphate; Genes of methyl coenzyme 
M_ reductase; Tetrapyrroles; 6-Aminolevulinic acid; 
Uroporphyrinogen III; Sirohydrochlorin (Friedmann, H.C. (87) 
339) 


'5C-_NMR;: *1P.NMR: Bioenergetics (Santos, H. (87) 361) 


Methanogens 
Archaebacteria; Taxonomy; Ecology (Garcia, J.L. (87) 297) 


Methanol 
Methylotrophic yeast; Glycerol; Aldehydes; Polyols (Tani, Y. 


(87) 285) 


Methanol dehydrogenase 
Cytochromes; Modifier protein; Processing of periplasmic pro- 
teins (Anthony, C. (87) 209) 


Gram-positive methylotrophs (Dijkhuizen, L. (87) 215) 


C,-metabolism; Methylamine dehydrogenase; PQQ biosynthe- 
sis (Duine, J.A. (87) 221) 


Methanol oxidation 
Serine cycle; Genetic mapping; Regulation (Lidstrom, M.E. 
(87) 431) 


Methanosarcina barkeri 
5,6,7,8-Tetrahydromethanopterin; Coenzyme F,4,; Methano- 
genesis; Methanobacterium thermoautotrophicum (Keltjens, J.T. 


(87) 327) 


Methanotrophic bacteria 
Inorganic pyro- and polyphosphates; Intracellular levels and 
enzymes; Metabolic role (Trotsenko, Y.A. (87) 267) 


Methionaquinone 

Hydrogenobacter thermophilus; Obligate chemolithotroph; Re- 
ductive TCA cycle; Hydrogenase; Cytochrome c (Igarashi, Y. 
(87) 403) 


Methylamine 
Trimethylamine; Dimethylformamide; PQQ; Blue copper pro- 
teins; Cytochromes (Large, P.J. (87) 235) 


Anaerobic halophilic bacteria; Degradation of betaine; 
Methanogenic bacteria; Acetogenic bacteria (Zhilina, T.N. (87) 
315) 


Methylamine dehydrogenase 
C,-metabolism; Methanol dehydrogenase; PQQ biosynthesis 
(Duine, J.A. (87) 221) 


Methylene-tetrahydrofolate reduction 
Homoacetogenic bacteria; Acetate formation from COQ,; 
Sodium dependent acetate formation; Energy conservation in 
homoacetogens (Diekert, G. (87) 391) 


Methyl group transfer 
Nucleotide base; Organometallic reactivity; Thermodynamic 
effect; Kinetic effect (Krautler, B. (87) 349) 


Methylosinus trichosporium 
Trichloroethylene; Biodegradation; Halogenated hydro- 
carbons; Bioremediation (Hanson, R.S. (87) 273) 


Methylotrophic yeast 
Methanol; Glycerol; Aldehydes; Polyols (Tani, Y. (87) 285) 


Methylotrophs 
Dimethyl sulphide; Methane sulphonic acid; Carbon di- 
sulphide; Thiobacilli (Kelly, D.P. (87) 241) 


Methyl reducing factor 
Methanobacterium thermoautotrophicum; Structure; Function 
(Sauer, F.D. (87) 333) 


Methyl viologen-reducing hydrogenase 

Nickel binding; Methanobacterium thermoautotrophicum; 
Archaebacteria; Methanogen; Gene evolution (Reeve, J.N. (87) 
419) 


Microbodies 
Ultrastructure; Membranes; Compartmentation of metabolic 
pathways; Biogenesis (Harder, W. (87) 191) 


Modifier protein 
Methanol dehydrogenase; Cytochromes; Processing of peri- 
plasmic proteins (Anthony, C. (87) 209) 


Molecular genetics 

Aerobic microbiology; Anaerobic microbiology; Energy-con- 
serving pathways; Biochemistry; Molybdenum; Selenium; 
Molecular regulation (Ferry, J.G. (87) 377) 


Molecular regulation 

Aerobic microbiology; Anaerobic microbiology; Energy-con- 
serving pathways; Biochemistry; Molybdenum; Selenium; 
Molecular genetics (Ferry, J.G. (87) 377) 


Molybdenum 

Aerobic microbiology; Anaerobic microbiology; Energy-con- 
serving pathways; Biochemistry; Selenium; Molecular genetics; 
Molecular regulation (Ferry, J.G. (87) 377) 


Mutans 

Heteropolysaccharides; Dextrans; Thermophilic lactic acid 
bacteria; Mesophilic lactic acid bacteria; Mutant streptococci; 
Leuconostoc mesenteroides (Cerning, J. (87) 113) 
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Mutant streptococci 

Heteropolysaccharides; Dextrans; Mutans; Thermophilic lactic 
acid bacteria; Mesophilic lactic acid bacteria; Leuconostoc 
mesenteroides (Cerning, J. (87) 113) 


NAD-reducing hydrogenase 

Hydrogenase; Membrane-bound hydrogenase; Hydrogenase 
genes; Nucleotide sequence; Hydrogenase regulation; Sigma 
54 of RNA polymerase (Friedrich, B. (87) 425) 


Na* gradients 
Methanogenesis; Acetogenesis; Na*/H* antiport; Reverse 
electron transport; Sodium-motive redox systems (Miller, V. 


(87) 373) 


Na*/H * antiport 
Methanogenesis; Acetogenesis; Na* gradients; Reverse elec- 
tron transport; Sodium-motive redox systems (Miiller, V. (87) 


373) 


Nickel binding 

Methanobacterium —_thermoautotrophicum;, — Archaebacteria; 
Methanogen; Gene evolution; Methyl viologen-reducing hy- 
drogenase (Reeve, J.N. (87) 419) 


Nitrate reduction 

Carboxydotrophic bacteria; Genetics; Plasmids; CO dehydro- 
genase; Hydrogenase; CO, fixation; Denitrification; Cyto- 
chrome (Meyer, O. (87) 253) 


'5C-NMR 
Methanogenic bacteria; *'P.NMR; Bioenergetics (Santos, H. 


(87) 361) 


*'P.NMR 
Methanogenic bacteria; '3C-NMR; Bioenergetics (Santos, H. 


(87) 361) 


Nucleotide base 
Methyl group transfer; Organometallic reactivity; Thermody- 
namic effect; Kinetic effect (Krautler, B. (87) 349) 


Nucleotide sequence 

Hydrogenase; NAD-reducing hydrogenase; Membrane-bound 
hydrogenase; Hydrogenase genes; Hydrogenase regulation; 
Sigma 54 of RNA polymerase (Friedrich, B. (87) 425) 


Obligate chemolithotroph 
Hydrogenobacter thermophilus, Reductive TCA cycle; Methion- 
aquinone; Hydrogenase; Cytochrome c (Igarashi, Y. (87) 403) 


Organometallic reactivity 
Methyl group transfer; Nucleotide base; Thermodynamic ef- 


fect; Kinetic effect (Krautler, B. (87) 349) 


Pacemaker enzymes 
Auxiliary substrate; Bottleneck; Hansenula polymorpha (Brink- 


mann, U. (87) 261) 


Paracoccus denitrificans 
Haem attachment; Periplasm; Cytochromes, c-type; Rhodo- 
bacter sp. (Ferguson, S.J. (87) 227) 


Peptidase 
Proteinase; Amino acid/peptide uptake; Plasmid; Gene clon- 
ing; DNA sequence (Kok, J. (87) 15) 


Periplasm 
Paracoccus denitrificans, Haem attachment; Cytochromes, c- 
type; Rhodobacter sp. (Ferguson, S.J. (87) 227) 


pH gradient 

lon-motive ATPase; Secondary membrane transport; Protein 
structure; Membrane potential; Fermentation; Decarboxyla- 
tion (Maloney, P.C. (87) 91) 


Methanogenesis; ATP formation; Coupling; Membrane (Blaut, 
M. (87) 367) 


Physiological properties, useful 
Fermented sausages; Starter cultures; Lactobacillus curvatus; 
Lactobacillus sake (Hammes, W.P. (87) 165) 


Pichia pastoris 
Expression systems; Alcohol oxidase (Wegner, G.H. (87) 279) 


Plasmid 
Proteinase; Peptidase; Amino acid /peptide uptake; Gene clon- 
ing; DNA sequence (Kok, J. (87) 15) 


Bacteriophage; Electrotransformation; Chromosomal integra- 
tion; Carbohydrate metabolism gene; Gene expression (Mer- 
cenier, A. (87) 61) 


Plasmids 
Food fermentations; Genetic engineering (McKay, L.L. (87) 3) 


Carboxydotrophic bacteria; Genetics; CO dehydrogenase; Hy- 
drogenase; CO, fixation; Denitrification; Nitrate reduction; 
Cytochrome (Meyer, O. (87) 253) 


Polyols 
Methanol; Methylotrophic yeast; Glycerol; Aldehydes (Tani, 
Y. (87) 285) 


PQQ 


Methylamine; Trimethylamine; Dimethylformamide; Blue 
copper proteins; Cytochromes (Large, P.J. (87) 235) 


PQQ biosynthesis 
C,-metabolism; Methanol dehydrogenase; Methylamine dehy- 
drogenase (Duine, J.A. (87) 221) 


Processing of periplasmic proteins 
Methanol dehydrogenase; Cytochromes; Modifier protein 
(Anthony, C. (87) 209) 





Proteinase 
Peptidase; Amino acid/peptide uptake; Plasmid; Gene clon- 
ing; DNA sequence (Kok, J. (87) 15) 


Protein structure 

lon-motive ATPase; Secondary membrane transport; Mem- 
brane potential; pH gradient; Fermentation; Decarboxylation 
(Maloney, P.C. (87) 91) 


Proton motive force 
Clostridium thermoautotrophicum, Clostridium thermoaceticum; 
Anaerobic electron transport (Hugenholtz, J. (87) 383) 


Quinone systems 
Cellular fatty acid composition; Bacterial phylogeny (Komaga- 
ta, K. (87) 291) 


Reductive TCA cycle 

Hydrogenobacter thermophilus; Obligate chemolithotroph; 
Methionaquinone; Hydrogenase; Cytochrome c (Igarashi, Y. 
(87) 403) 


Regulation 
Methanol oxidation; Serine cycle; Genetic mapping (Lidstrom, 
M.E. (87) 431) 


RubisCO; Gene clusters; Sequences; Site-directed mutagene- 
sis; RubisCO-negative strains (Tabita, F.R. (87) 437) 


Reverse electron transport 
Methanogenesis; Acetogenesis; Na* gradients; Na*/H* anti- 
port; Sodium-motive redox systems (Miller, V. (87) 373) 


Rhodobacter capsulatus 
Rhodocyclus gelatinosus; H-uptake hydrogenase; Aup Gene 
sequences; hupS Gene; hupL Gene (Richaud, P. (87) 413) 


Rhodobacter sp. 
Paracoccus denitrificans; Haem attachment; Periplasm; Cyto- 
chromes, c-type (Ferguson, S.J. (87) 227) 


Rhodocyclus gelatinosus 
Rhodobacter capsulatus; H,-uptake hydrogenase; Aup Gene 
sequences; hupS Gene; hupL Gene (Richaud, P. (87) 413) 


Ribitol 
Metabolism; Energy Production; Gluconate; Malate; Xylitol 
(London, J. (87) 103) 


RubisCO 
Gene clusters; Sequences; Regulation; Site-directed mutagene- 
sis; RubisCO-negative strains (Tabita, F.R. (87) 437) 


RubisCO-negative strains 
RubisCO; Gene clusters; Sequences; Regulation; Site-directed 
mutagenesis (Tabita, F.R. (87) 437) 


Secondary membrane transport 

lon-motive ATPase; Protein structure; Membrane potential; 
pH gradient; Fermentation; Decarboxylation (Maloney, P.C. 
(87) 91) 


Selenium 

Aerobic microbiology; Anaerobic microbiology; Energy-con- 
serving pathways; Biochemistry; Molybdenum; Molecular 
genetics; Molecular regulation (Ferry, J.G. (87) 377) 


Sequences 


RubisCO; Gene clusters; Regulation; Site-directed mutagene- 
sis; RubisCO-negative strains (Tabita, F.R. (87) 437) 


Serine cycle 
Methanol oxidation; Genetic mapping; Regulation (Lidstrom, 
M.E. (87) 431) 


Serum cholesterol, control 
Cultured foods; Lactobacilli; Lactose utilization; Intestinal 
infections, control; Cancer, control (Gilliland, S.E. (87) 175) 


Sigma 54 of RNA polymerase 

Hydrogenase; NAD-reducing hydrogenase; Membrane-bound 
hydrogenase; Hydrogenase genes; Nucleotide sequence; Hy- 
drogenase regulation (Friedrich, B. (87) 425) 


Sirohydrochlorin 

Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; 7-Mercaptoheptanoylthreonine phosphate; 
Genes of methyl coenzyme M reductase; Tetrapyrroles; 6- 
Aminolevulinic acid; Uroporphyrinogen III (Friedmann, H.C. 
(87) 339) 


Site-directed mutagenesis 
RubisCO; Gene clusters; Sequences; Regulation; RubisCO- 
negative strains (Tabita, F.R. (87) 437) 


Sodium dependent acetate formation 
Homoacetogenic bacteria; Acetate formation from CO,; Meth- 
ylene-tetrahydrofolate reduction; Energy conservation in ho- 
moacetogens (Diekert, G. (87) 391) 


Sodium-motive redox systems 
Methanogenesis; Acetogenesis; Na* gradients; Na*/H™* anti- 
port; Reverse electron transport (Miller, V. (87) 373) 


Sporomusa ovata 

para-Cresolyl cobamide; Metabolism of corrinoids; CO, fixa- 
tion; Methanogenic and acetogenic bacteria; Chloroflexus 
aurantiacus (Stupperich, E. (87) 355) 


Starter cultures 
Fermented sausages; Physiological properties, useful; Lacto- 
bacillus curvatus; Lactobacillus sake (Hammes, W.P. (87) 165) 
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Structure 
Methanobacterium thermoautotrophicum, Methyl reducing fac- 


tor; Function (Sauer, F.D. (87) 333) 


Substrate specificity 
Methane monooxygenase; p-Hydroxo-bridged binuclear iron 
centre (Dalton, H. (87) 201) 


Subunit structure 
Hydrogenase; Active states; Bioenergetics; Membrane poten- 
tial; Thiocapsa roseopersicina (Kovacs, K.L. (87) 407) 


Taxonomy 
Methanogens; Archaebacteria; Ecology (Garcia, J.L. (87) 297) 


Temperate bacteriophages 
Lysogeny; Lactic acid bacteria (Davidson, B.E. (87) 79) 


5,6,7,8-Tetrahydromethanopterin 
Coenzyme F459; Methanogenesis; Methanobacterium thermoau- 
totrophicum; Methanosarcina barkeri (Keltjens, J.T. (87) 327) 


Tetrapyrroles 
Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; 7-Mercaptoheptanoylthreonine phosphate; 
Genes of methyl coenzyme M reductase; 6-Aminolevulinic 
acid; Uroporphyrinogen III; Sirohydrochlorin (Friedmann, 
H.C. (87) 339) 


Thermodynamic effect 
Methyl group transfer; Nucleotide base; Organometallic reac- 
tivity; Kinetic effect (Krautler, B. (87) 349) 


Thermophilic lactic acid bacteria 

Heteropolysaccharides; Dextrans; Mutans; Mesophilic lactic 
acid bacteria; Mutant streptococci; Leuconostoc mesenteroides 
(Cerning, J. (87) 113) 


Thiobacilli 
Dimethyl sulphide; Methane sulphonic acid; Carbon di- 
sulphide; Methylotrophs (Kelly, D.P. (87) 241) 


Thiocapsa roseopersicina 
Hydrogenase; Subunit structure; Active states; Bioenergetics; 
Membrane potential (Kovacs, K.L. (87) 407) 


Transposition 
Lactic acid bacteria gene transfer; Conjugation; IS elements; 
DNA rearrangement (Gasson, M.J. (87) 43) 


Trichloroethylene 
Biodegradation; Methylosinus trichosporium; Halogenated hy- 
drocarbons; Bioremediation (Hanson, R.S. (87) 273) 


Trimethylamine 
Methylamine; Dimethylformamide; PQQ; Blue copper pro- 
teins; Cytochromes (Large, P.J. (87) 235) 


Ultrastructure 
Microbodies; Membranes; Compartmentation of metabolic 
pathways; Biogenesis (Harder, W. (87) 191) 


Uroporphyrinogen III 

Archaebacteria; Methanogenic bacteria; Methane formation; 
Coenzyme M; 7-Mercaptoheptanoylthreonine phosphate; 
Genes of methyl coenzyme M reductase; Tetrapyrroles; 6- 
Aminolevulinic acid; Sirohydrochiorin (Friedmann, H.C. (87) 
339) 


Xylitol 
Metabolism; Energy Production; Gluconate; Malate; Ribitol 
(London, J. (87) 103) 








